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Proteomics Bruker's TimsTof Pro

Mass spectrometry (MS) solution

incorporating an additional dimension of the

peptide separations, by including a trapped

ion mobility chamber (TIMS). It has a very

high capacity of protein detection, using very

low amounts of samples.MELISA Institute

has the first installed in Latin America.

Proteomics   is   a   rapidly   growing   field   of   molecular   biology   that   is concerned
with the systematic, high-throughput approach to protein expression analysis   of   a 
 cell   or   an   organism.   Typical   results   of proteomics   studies   are   inventories   of  

 the   protein   content   of differentially expressed proteins across multiple conditions.

The cell responds to internal and external changes by regulating the activity and level of its

proteins; therefore changes in the proteome (acollection of all the proteins coded in our

genes) provide a snapshot ofthe cell in action. Proteomics enables the understanding the
structure,function  and interactions   of   the entire  protein   content  in a  specific
organism.

Proteomics   developments   have   included   advances   in   mass spectrometry   (MS)  

 technology,   protein   fractionation   techniques and bioinformatics. Proteomics   relies on
three   basic   technological cornerstones that include a method to fractionate complex

protein orpeptide   mixtures,   MS   to   acquire the   data   necessary   to identify individual

proteins, and bioinformatics to analyze and assemble the MS data. Most proteomic

discoveries and efforts to date have beenmainly directed towards the areas of cancer

research, drug and drug target discovery and biomarker research.



Protein gel and solution analysis service

Protein identification service

Protein quantification service (LFQ, TMT, SWATH)

Peptidomics service

Protein post-translational modification service

Selected Reaction Monitoring

Metaproteomics service

De novo Antibody Sequencing

Subcellular Proteomics

Exosome Proteomics

Cell Surface Proteomics

Customized service

Available services



Genomics

Genomics is a branch of biotechnology concerned with applying the techniques of genetics

and molecular biology to the genetic mapping and DNA sequencing of sets of genes or
the complete genomes of selected organisms, organizing the results in databases, and

with applications of the data as in medicine or biology.

 

Next Generation Sequencing Technology (NGS) has been a revolution in the field of life

sciences in recent years and has come to represent a monumental technological advance

that is redefining many aspects of scientific research, with applications in personalized
medicine, industry and in environmental research. NGS offers high performance,

scalability, and speed to researchers who perform a wide variety of applications and study

biological systems to a level never before possible.



RNA-Seq

Whole genome sequencing

De novo genome sequencing

Targeted sequencing of genomics regions of interest

Exome sequencing and analysis

Real-time PCR for analyzing gene expression

Metagenomics analyses

Genotyping / targeted genotyping

Microbiological analyses

Customized service

Available services



Chromatography

Chromatography is essentially a physical method of separation in which the
components of a mixture are separated by their distribution between two phases; one

of these phases in the form of a porous bed, bulk liquid, layer or film is generally immobile

(stationary phase), while the other is a fluid (mobile phase) that percolates through or over

the stationary phase. 

 

Individual compounds are distinguished by their ability to participate in

common intermolecular interactions in the two phases, which can generally be characterized

by an equilibrium constant, and is thus a property predicted from chemical thermodynamics.

Interactions are mainly physical in type or involve weak chemical bonds, for example dipole–

dipole, hydrogen bond formation, charge transfer, and reversible, since useful separations

only result if the compound spends some time in both phases.

Akta Avant 25

Chromatography preparation system intended

for method and process development. Some

of its functions include: chromatography of

affinity, chromatography of gel filtration /

exclusion by size, chromatography of ion

exchange and chromatography hydrophobic

interaction, among others.



Recombinant

Protein Purification (IMAC, GST)

Molecular Exclusion Chromatography

Ion Exchange Chromatography (Cationic/Anionic)

Antibody Purification

Affinity Chromatography

Customized service

Available services



Bioinformatics as a multidisciplinary science combines computing, statistics and life
sciences to develop algorithms and software tools to extract and interpret large

biological data, generated by new high-performance technologies. Bioinformatics is a

powerful tool and can help the biologists to increase the understanding of biological

processes with computationally intensive techniques, for pattern recognition, data mining,

machine learning algorithms, and visualization.

 

Major current research efforts include: DNA / RNA / protein sequencing, biological

sequence alignment, gene and biomarker identification, whole genome assembly, design

and drug discovery, prediction of protein structure, prediction of gene expression and protein

interactions, genome-wide association studies, among other applications in biological field.

 

In MELISA Institute we have dedicated ourselves to optimizing our analysis platform,

mounting specialized softwares on a robust analysis server to provide a reliable and

reproducible bioinformatic analysis.

Bioinformatics



Available services

Functional annotation and enrichment analysis

Network analysis

Pathway analysis

Proteomics analysis of PTMs

Protein sequence analysis

Customized services



MELISA institute provides unique scientific expertise and technical knowledge in the

fields of biomedical research and the life sciences to support the development of research

project. 

 

The objective of our area of R&D Services is the development of new diagnostic or
treatment tools through a collaborative and multidisciplinary approach, combining

various technologies such as proteomics, genomics, transcriptomics and bioinformatics.

 

MELISA Institute acts as a catalyst for innovative research projects by supporting
collaborative research lines or executing personalized research projects with high-
performance technologies, quantitative methods and advanced data integration

techniques for academic centers or private companies.

Research & Development Services



Areas

Agricultural R&D Solutions

Food R&D Solutions

Forestry R&D Solutions

Biomedical R&D Solutions

Microbial R&D Solutions

Minery R&D Solutions



  CONTACT US

www.melisainstitute.org

Dalcahue 1120, suite 103, San Pedro de la Paz - Bio Bio, Chile

comunicaciones@melisainstitute.org

 +56 41 246 7242

https://www.melisainstitute.org/

